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Ι Vision:  
Ι To improve individuals’ health across the population by educating, 

empowering and motivating people to take action to prevent the onset 
of disease or lessen its impact.

Ι Navigenics Health Compass: 
Ι Screens individuals for the totality of their genetic risk in a variety of 

common and rare diseases, and provides guidance and information on 
how avoid “environmental risk factors” in a focused way, engage in 
early screening efforts, and present earlier with disease – all of which 
are known to improve outcomes



I would like to communicate to you that …

Ι We are facing a health care crisis from Common Chronic Non-
Infectious Disease (CCND) in this generation – and prevention is the 
only feasible solution

Ι Validated “genetic risk factors” are not so different than validated 
environmental risk factors

Ι Genetic risk factors can be used to refine risk in combination with 
other risk data and drive additional focused prevention behaviors 
and early detection paradigms

Ι Delivery of the information in an accurate and private fashion to the 
public is necessary to meet timelines
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History and Expertise of Founders



Scientific Founders have Experience in WGA Studies



Scientific Founders Experience in Monogenic Disease



Scientific Founders Experience in Monogenic Disease



HGP Enables WGA Studies in Common Disease

Ι HapMap Project allows us 
to use representative 
SNPs to screen through 
the genome and identify 
areas which are enriched 
in persons with disease



Scientific Founders Experience in Complex Disease



Scientific Founders Experience in Complex Disease
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Scientific Founders Experience in Complex Disease



AJHG, 2007

Scientific Founders Experience in Complex Disease



Scientific Founders Experience in Complex Disease



Scientific Founders Experience in Complex Disease



NIH Neuroscience Microarray Consortium

1650 registered users

455 proposals submitted from about 114 institutions around the country 
and from over 287 different investigators

Total Projects: 455455 (45,400 arrays)

Scientific Founders Perform WGA Studies Nationally



Founders’ Technology and Experience

• 10 years of experience with genotyping platforms
• >100,000 expression profiles run
• >100,000 SNP arrays run (10k, 100k, 500k, >1M)
• Data warehousing solution
• First Affymetrix “Genomics Collaborators” in 2000
• First Affymetrix “Center of Excellence” in 2001
• First Affymetrix“TransMed” site in 2004
• NHLBI Programs in Genomic Applications (PGA)
• NEI intramural contract site
• NCI funded ALL catalog
• NIA funded Alzheimer’s disease catalog
• NIH Neuroscience Microarray Consortium
• Autism Genome Project (AGP) Genotyping Site
• Center for Cancer Nanotechnology Excellence
• NCI funded Biomarkers Program
• FIND Consortium Genotyping Site
• ADNI Genotyping Site
• GAIN Genotyping Site
• ENDGAME
• Genotyping technologies (Illumina, Affymetrix, Sequenom)
• Sequencing technologies (Solexa, ABI SOLID, 454)

We know the 
Technical Issues 
Involved in Genome 
Scanning



Board of Directors 

Ι David Agus, M.D. (Co-founder):  Research Director, Louis Warschaw Prostate Cancer 
CenterDirector, Spielberg Family Center for Applied Proteomics

Ι Mari Baker:  President and CEO,Navigenics

Ι David Brailer, M.D., Ph.D.:  Chairman Health Evolution Partners

Ι John Doerr: Partner, Kleiner Perkins Caufield & Byers

Ι Mark Kvamme: Partner, Sequoia Capital

Ι Dana G. Mead, Jr.: Partner, Kleiner Perkins Caufield & Byers

Ι Sue Siegel: Partner Mohr Davidow Ventures

Ι Dietrich Stephan, Ph.D. (Co-founder):  Co-founder and Chief Science Officer, 
Navigenics; Deputy Director Emeritus, Translational Genomics Research Institute (TGen)
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Clinical Advisory Board 

Ι David Agus, M.D., Chair:  Navigenics Co-founder, 
Research Director of the Louis Warschaw Prostate 
Cancer Center and Director of the Spielberg Family 
Center for Applied Proteomics at Cedars-Sinai 
Medical Center.

Ι Carlos Camargo, M.D.: Stanford Emeritus Clinical
Professor of Medicine

Ι Daniel Federman, M.D.: Senior Dean for Alumni 
Relations and Clinical Teaching, Harvard Medical 
School

Ι Bruce Landon, M.D., MBA:  Associate Professor of 
health care policy at Harvard Medical School; 
Associate Professor of Medicine at the Beth Israel 
Deaconess Medical Center. Practices internal 
medicine at BIDMC 

Ι Michael Nierenberg M.D., Medical Director, 
Navigenics, Emeritus Clinical Professor of Medicine, 
Stanford University
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Scientific Advisory Board 

Ι Jeff Trent, Ph.D., Chair: President and Scientific 
Director, Translational Genomics Research Institute 
(TGen)

Ι David Botstein, Ph.D., Anthony B. Evnin Professor of 
Genomics, Director, Lewis-Sigler Institute for 
Integrative Genomics, Princeton University; Member, 
National Academy of Science

Ι Isaac Kohane, M.D., Ph.D:  Henderson Associate 
Professor of Pediatrics and Health Sciences and 
Health Sciences and Technology, Harvard Medical 
School

Ι Nicholas J. Schork, Ph.D.:  Director of Research, 
Scripps Genomic Medicine and Professor, Molecular 
and Experimental Medicine, The Scripps Research 
Institute

Ι Dietrich Stephan, Ph.D.:  Co-Founder and Chief 
Science Officer, Navigenics, Deputy Director for 
Discovery Research, Translational Genomics 
Research Institute;  Director and Senior Investigator, 
Neurogenomics Division, TGen;  Chairman, NIH 
Neuroscience Microarray Consortium

Ι Spencer Wells, Ph.D.: director of Genographic
Project, and National Geographic Explorer-in-
Residence



Genetic Counseling Task Force 
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Policy and Ethics Task Force 

Ι Greg Simon, J.D., Chair, President of Faster 
Cures/the Center for Accelerating Medical Solutions, 
which helps accelerate the discovery, development 
and deployment of new medical treatments

Ι Rachel Grob, M.A., Ph.D., Associate Dean of 
Graduate Studies, Director Child Development 
Institute, Sarah Lawrence College, and is also an 
Investigator in Health Policy Research, funded by the 
Robert Wood Johnson Foundation, 2006-09

Ι Kathi Hanna, M.S., Ph.D., analyst, writer, and editor 
specializing in biomedical research policy, previously, 
Research Director and Editorial Consultant to 
President Clinton's National Bioethics Advisory 
Commission

Ι Paul Slovic, Ph.D., Founder and President, Decision 
Research, a non-profit research organization 
investigating human judgment, decision-making, and 
risk

Ι Robin Bennett. M.S., CGC, Chair: Senior genetic 
counselor and clinical assistant professor at University 
of Washington

Ι

Ι Peggy Conrad, M.S., C.G.C., Ms. Conrad is a 
practicing genetic counselor who helped to establish 
the University of San Francisco Familial 
Gastrointestinal Cancer Program. She has more than 
10 years’ experience in both the clinical and research 
aspects of hereditary cancer genetics.

Ι Elissa Levin, M.S., C.G.C. Genetics Counseling 
Program Director, Navigenics

Ι Kelly Ormond, M.S., C.G.C., Associate Professor in 
the Department of Genetics and Director of the 
Human Genetics and Genetic Counseling graduate 
training program at Stanford University; past 
president, National Society of Genetic Counselors
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The Looming Health Care Crisis



Estimated Savings in Prevalence & Costs of AD with 
Delayed Onset/Progression
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Delayed Onset & Slowed Progression (~6 yrs) 

Adapted from The Lewin Group Report, June 2004, “Saving Lives. Saving Money: Dividends for Americans Investing in
Alzheimer Research,” The Alzheimer’s Association (http://www.alz.org/Resources/FactSheets/Lewin_FullReport1.pdf)



Other Facts

Ι Estimated that Medicaid will be depleted in ~10 years at 
current trajectory

Ι Estimated that we will be paying in excess of 40% of our 
National GDP to healthcare to treat chronic disease

Ι An aging population, and a growing population, shows 
similar growth curves for diabetes, heart disease, etc

Ι We must implement effective prevention strategies 
NOW, and we believe that genetic risk information can 
assist with that goal.
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The Navigenics Sreen (common and rare variants)



Navigenics CONFIDENTIAL

5-Step Service Offering 
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Customer 
Acquisition Laboratory Bioinformatics Personalized

Web Portal
Ongoing
Service

1 52 3 4

ATACCGCTGGCCCTT
TGGCATTACCTATGA
AGATTGCTTCAGCCA
GCGTCAGTTTCAACC
TGTACGCTAGTGTGT
TTCTACTCACGTGTC
TCAGCATTGATCGAT
ACCTGGCTATTGTTC
ACCCAATGAAGTCCC

FUTURE: Full genome sequencing, copy number analysis, methylation status 
leading to personalized exposure mitigation strategies and biomarker 
monitoring programs fully integrated into the established health care system.



Stringent Curation Criteria for Common Variants
Replication in the same ethnic group

Once for GWAS, twice for candidate gene studies
>60% independent sample sets show same statistically significant effect 
with same allele (after trimming underpowered samples)

Study design - An effort was made to sample controls from the same source 
population as the cases, e.g. ethnicity, gender, age, or other risk factors. 
Reasonable sample size to detect weak effects. OR <1.5 needs 250 
cases/250 controls at least. 
Significance level - Exact value depends on magnitude of the study (e.g. 
GWAS or candidate gene)

Sound statistical design - correction for multiple testing, population 
stratification, confounding
Sound laboratory practice - independent genotyping platforms, replicated 
samples
Functional data and magnitude of effect are also taken into account, but 
studies are not automatically excluded if functional data is unavailable or the 
effect estimate is small.
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QUALITY

CLIA and stringent QC lab
Captured perfectly 
Per SNP algorithm checks
Per SNP concordance
H-W equilibrium checks



Genetic Component Index – see full details at 
navigenics.com
Ι A model-based risk estimate
Ι A higher GCI score can be intuitively interpreted as an increased 

risk for a condition:
• We assume that the odds ratio values are available
• We assume that the prevalence of the condition is known
• We assume that the genotype frequencies in the proper 

population are known
• We assume that the test individuals are from the same ancestry 

background as the populations used for the studies and as the 
HapMap/reference pop

• We assume that the amalgamated risk is a product of the different 
risk alleles of the individual SNPs (acting independently)



Effect of Prevalence on GCI for Type 2 Diabetes –
see full details at navigenics.com

• Based on HapMap CEU data
• The rank of an individual does
not vary as a function 
of the frequency. 

• The absolute values varies:

Output: “Your genetic load for T2DM exceeds 95% of the population”



Finding the Relative Risk - see full details at 
navigenics.com

OR (RR)

λ (RN)

Prevalence

• We normally get genotypic odds ratios RR/NN, RN/NN

OR (RN)

Genotype Freq

• Using genotype frequencies and prevalence, we derive a set of
quadratic equations – the solution provides the relative risks.

λ (RN)?

?



Assumptions in the Estimated Absolute Risk Measure 
– see full details at navigenics.com

Ι A visualization tool to impart probabilistic risk assessment to an 
individual based on their combinations of all known genetic risk
factors

Ι All of the GCI assumptions
Ι The lifetime risk, age-defined prevalence, or age-defined incidence 

of the condition is known
Ι The lifetime risk for an individual is proportional to the individual’s 

GCI score divided by the average GCI score in 60 Caucasian 
individuals



Odds-ratios for different ethnicities are usually 
similar

Condition_ locus_ethnicity



Risk allele frequencies in controls for different 
ethnicities are usually different



Capturing Genotypes and Automated Error Correction



Estimated Genetic Variance we have Today

Ι Large effect sizes have been found
Ι No GxE
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14.4%62371.051.10Rheumat
oid 
Arthritis

4.4%139581.051.10Crohn’s
Disease

7%16001.051.10Type 2 
Diabetes

Fraction of genetic 
variation explained 
by known variants 
out of the entire 
GENETIC variation

Estimated number 
of unknown 
variants

Relative 
risk of 
heterozygo
us

Relative risk 
of 
homozygous 
risk 

Disease



Effect Sizes for “Genetic Risk Factors” vs. Environmental Risk 
Factors are Similar

Risk factors determined from literature 
using strict curation guidelines

risk factor condition effect 
size

Ex-smoker T2D 1.15
PPARG 

genotype
T2D

1.53
HDL<35mg/dl CHD 2.08

MHC genotype RA 5
APOE genotype AD 18

BMI>35 T2D 42



State-of-the-art clinical risk assessment: MI

Ι Grade 2-4 hypertension 1.92
Ι LDL>160 1.74
Ι HDL<35 1.46

Ι Smoker (last 12 mo) 1.71
Ι T2DM 1.47
Ι No exercise 1.39



State-of-the-art Clinical Risk Assessment: Myocardial 
Infarction

Ι Grade 2-4 hypertension 1.92
Ι LDL>160 1.74
Ι HDL<35 1.46

Ι Smoker (last 12 mo) 1.71
Ι T2DM 1.47
Ι No exercise 1.39

Ι 9p21 1.72
Ι MTHFD1L 1.53
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Risk Communication



Professional Access

Ι Genetic counselors at any time included in the 
Navigenics service

Ι Tools to talk to your doctor

Ι Website was built with input from physicians, genetic 
counselors, medical journalists, risk communication 
experts to make it understandable for a non-expert 
individual.



Health Compass: Results Overview
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People want to 
know what this 
means for them



Health Compass: Results Overview
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People want to 
know what this 
means for them

Estimated Lifetime 
Risk

Take the general 
population LTR and 
refine based on the 
individual’s genotypes



Health Compass: Results Overview
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People want to 
know what this 
means for them

Estimated Lifetime 
Risk

Take the general 
population LTR and 
refine based on the 
individual’s genotypes

Place the conditions 
into “buckets” to 
highlight the overall 
LTR estimate



Health Compass: Results Overview
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Orange Box

Estimated LTR is 20% 
or more than the 
general population



Health Compass: Results Overview
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Orange Box

Estimated LTR is 20% 
or more than the 
general population

Estimated LTR is more 
than 25% total



Health Compass: Results Overview
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Orange Box
Estimated LTR is 20% 
or more than the 
general population

Estimated LTR is more 
than 25% total

Gray Box
Estimated LTR is at or 
below the population 
average



Condition-Specific
Summary

Ι In-depth report for 
each condition

Ι Highlight genetic 
vs. environmental 
contribution to 
disease
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Condition-Specific
Summary

Ι In-depth report for 
each condition

Ι What’s next?
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Condition-Specific
Summary

Ι In-depth report for 
each condition

Ι What’s next?

Ι What does it mean?
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Condition-Specific
Summary

Ι In-depth report for 
each condition

Ι What’s next?

Ι What does it mean?

Ι Your DNA
Ι Total risk markers 

identified

Ι SNPs included in 
analysis

Ι Effect of genotype

Ι Primary resources
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More Information…



Evidence of behavior change after genetic testing

Ι Melanoma screening considered controversial
Positive test results cause distress?
Negative test lead to false sense security?
No advantage over counseling based on family history alone?

Ι Prospective study of 59 individuals at high risk for melanoma
All had family history of melanoma
Tested for high penetrance CDKN2A/p16 mutation

Ι Improved screening behaviors in mutation carriers
Increased intention to obtain body skin exams
Increased intention and adherence to skin self exam
Increased number of body sites examined

Ι No evidence of false sense of security among non-carriers
Did not decrease screening behaviors
Improved adherence to skin self exam

Ι Genetic testing superior to counseling based on family history
Study participants had been twice notified of their high risk based on fam hx
Yet, poor baseline compliance with screening recommendations

Aspinwall. Cancer Epidemiology Biomarkers and Prevention 17:1510. 2008
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How Navigenics Operates Differently (outside of scientific rigor)



Security / Privacy

Ι We operate in a HIPAA consistent manner
Ι

We require opt-in for internal research and/or third party research

Ι Privacy and security policies ensure that our members can feel 
comfortable and confident receiving genetic information and analyses, 
and that they alone control how that information is to be used and 
distributed. 

Ι We use the most advanced data protection systems; we safeguard, 
maintain and update your genetic profile in a highly secure environment. 
All customer profiles are anonymous to assure data security.

Ι Although there is concern about insurance companies misusing genetic 
information, there are currently no cases on record of this 
happening. We are very diligent about communicating how to avoid this 
problem to our members.



Physician Educational Initiatives:

Ι TOP DOWN: Ongoing education of the “physician’s physician” at leading 
clinical centers in the country such as the Mayo Clinic, Scripps, Harvard, 
Duke, and the Cleveland Clinic.

Ι DIRECT ENGAGEMENT: Navigenics sponsored Genomic Medicine 
CME training program with Medscape. This course generated >5,000 
readers within the first two months, with 99.6% of readers completing the 
entire course

Ι BOTTOM UP: A physician portal to the Navigenics product is provided. 
This site explains additional scientific details that the physician can use to 
learn about the product and how it can help their patients.  



The Great Debate

Common Arguments:

Ι Analytic validity – is the genotype produced from the 
assay (or analytic) accurate?

Ι Clinical validity – is the risk score accurate?
Ι Clinical utility – is the test useful in a clinical setting? 

Do individuals change their behavior?
Ι Physicians are not equipped
Ι Professional access
Ι Regulation
Ι Security/Privacy
Ι Long term effect on genetic research/Commercial 

exploitation



The Great Debate

Analytic validity – is the genotype produced from the assay (or analytic) 
accurate?

Navigenics’ Approach
Ι Analytic accuracy of the overall Affy6.0 platform (1 million assays) is 

>99.5%
Ι Analytic accuracy of a particular SNP assay that we use is >99.9% as 

determined by genotype concordance in both DNA from cell lines (n=270) 
and paired blood/saliva samples (n=66)

Ι CLIA certified lab ensures quality laboratory testing and is regulated by 
CMS, lab required to undergo proficiency testing

Ι Additional measures ensure sample integrity: 
• Double barcode the saliva collection kit and return packaging ensure samples 

collected at the same address did not get mixed up
• Member-specific barcoding
• Sample identity double checked by confirmed platform determined gender with 

member-entered gender
• Automated robotic processing to minimize sample mix-ups
• Any sample run more than once undergoes additional QC steps to ensure identical 

results



The Great Debate
Clinical validity – is the risk score accurate?

Ι Navigenics starts with the average, gender-specific risk for the general 
population which incorporates both genetic and non-genetic risk factors. 
Then, we show members how that risk changes based on their known
genetic risk factors that we test for. We clearly display how much of a 
condition is caused by genetic factors compared with non-genetic factors. 
We believe there is significant information that is helpful to our members 
especially when the interplay of environmental risk factors is also 
mentioned.

Ι Navigenics clearly states that we don’t test for particular low-frequency 
variants that run in families and greatly increase the risk of disease. 
Customers are advised to discuss any conditions that occur in their family 
with their genetic counselor and may be referred for further testing, as 
appropriate.

Ι The federally funded human genome project was completed over 7 years 
ago, and yet the public has yet to see broadly applicable benefits of this 
research. While we realize that risk estimates will change over time, we 
believe that partial information is better than no information particularly 
when only protective health behaviors will result. Navigenics clearly states 
in the product that the risk score is based on currently available genetic 
evidence.



The Great Debate
Clinical validity – is the risk score accurate?

Ι Longitudinal studies follow a group of individuals over time and see if they develop the 
disease, and thus create a less artificial environment than case/control studies to 
measure the effect of genetic risk factors. However, there is evidence showing that the 
genetic risk factors identified in case/control studies show similar levels of risk when 
applied to longitudinal cohort study. See Florez NEJM 355:241. 2006, Florez
Diabetologia 51:451. 2008.

Ι There is increasing evidence that amalgamated risk scores generated from genetic 
risk factors each with a small effect can impact the overall risk of disease.  These 
studies have shown receiver/operator characteristics that are significantly better than 
random with AUC measurements between 60%-80%. In some cases these risk scores 
offer improvement over currently used risk assessment tools. See Gold NatGen
38:458 2006, Weedon PlosMed 3:e374 2006, Morrison AJE 166:28 2007, Lu AJHG 
82:641 2008, Kathiresan NEJM 358:12 2008

Ι Navigenics only uses genetic risk factors that show consistent statistically significant 
effect sizes in multiple sample populations of the same ethnicity. Furthermore, each 
association is evaluated against a set of curation criteria that specifically address 
many of the pitfalls that have plagued the genetic association literature. See 
Hirschhorn J Clin Endocrinol Metab 87:4438 2002, Hirschhorn Genet Med 4:45 2002, 
Cardon Nat Rev Genet 2:91 2001, Altshuler NEJM 338:1626 1998, Ioannidis Nat 
Genet 29: 306 2001, Dahlman Nat Genet 30: 149 2002, NCI-NHGRI Working Group 
on Replication in Association Studies. Nature 447:655 2007.



The Great Debate

Clinical utility – is the test useful in a clinical setting? Do individuals change their behavior?
Ι This issue clearly illustrates the different approaches of medicine and public health. In 

medicine, a physician conducts tests and intervention that are in the best interest of his/her 
individual patients, while public health policies are intended to promote maximum benefit for 
the maximum number of individuals in a cost-effective manner. Since the Navigenics product 
is purchased by an individual, we feel that the cost/benefit discussion is not appropriate.

Ι We agree that there is a poor success record in developing and implementing effective 
disease prevention strategies. It is thought that one of the reasons is that the strategies 
suggested are not personalized (Syme Soc & Prev Med 51:247 2006). By providing 
personalized genetic and environmental risk factors we believe that individuals will change 
their behavior. Recent evidence from the REVEAL study on how individuals alter their behavior 
in response to genetic testing for Alzheimer’s disease (Alzheimer Dis Assoc Disord 22:94 
Jan/Mar 2008) has shown that individual do in fact alter their behavior based on their test 
results. 

Ι Navigenics focuses on only actionable medical conditions that can be affected by lifestyle 
changes, early screening, increased awareness, and available medicine or treatment options. 
We always encourage customers to adopt healthy behaviors even if they show a decreased 
genetic load since a significant proportion of the disease is affected by environmental factors.

Ι Navigenics believes that we don’t need to wait for definitive medical studies in order to show 
that behavior modification decreases disease incidence among genetically loaded individuals. 
The current medical evidence from randomized clinical trials that don’t include genotype do 
show that behavior modification can reduce disease risk and we see no reason to believe that 
genotype confounds this association. 

Ι Furthermore, Navigenics believes that individuals should be given the opportunity to change 
their behavior.

Ι It is true that some individuals may experience anxiety as a result of learning their genetic 
load, so we provide access to genetic counseling for all members. For individuals with very 
high risk we provide additional encouragement for them to contact their genetic counselor if the 
wish.



The Great Debate

Security / Privacy

Ι We operate in a HIPAA consistent manner
Ι

We require opt-in for internal research and/or third party research

Ι Privacy and security policies ensure that our members can feel 
comfortable and confident receiving genetic information and analyses, 
and that they alone control how that information is to be used and 
distributed. 

Ι We use the most advanced data protection systems; we safeguard, 
maintain and update your genetic profile in a highly secure environment. 
All customer profiles are anonymous to assure data security.

Ι Although there is concern about insurance companies misusing genetic 
information, there are currently no cases on record of this 
happening. We are very diligent about communicating how to avoid this 
problem to our members.



The Great Debate

Long-term effect on genetic research / Commercial exploitation

Ι Transparency in what we are testing for, assumptions in our risk score 
calculations, statements about the state of the science

Ι Informed consent is required 

Ι We are taking a responsible approach – providing information about 
medically relevant conditions that are socially responsible (excluding HIV 
resistance, for example)

Ι We will not sell our member’s genetic information in any way

Ι Individuals can opt-in to donate their genotype information to our product 
refinement efforts and our prospective outcomes trials research.



Ι Announced April 8th, in partnership with the Personalized Medicine Coalition 
(www.personalizedmedicinecoalition.org)

Ι Public conference event in Dec 2008, Washington D.C. venue TBD
Ι Broad participation of key stakeholders
Ι Potential Areas of focus for dialogue and recommendations:

• Implementation of Privacy Protections for Online data
• Operational/Lab Processing Standards
• Diffusion of Communication Methods for Risk-based Information
• Ensuring Consumers Understand and Adopt Genetic Risk-based 

information 
• Assessing Clinical Validity of Association Studies
• Defining Actionable Health Information
• Educating the Provider and Public
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PMC Industry Standards Setting Conference



Long-term effect on genetic research / Commercial exploitation

Ι Transparency in what we are testing for, assumptions in our risk score 
calculations, statements about the state of the science

Ι Informed consent is required 

Ι We are taking a responsible approach – providing information about 
medically relevant conditions that are socially responsible (excluding HIV 
resistance, for example)

Ι We will not sell our member’s genetic information in any way

Ι Individuals can opt-in to donate their genotype information to our product 
refinement efforts and our prospective outcomes trials research.



Regulation

Ι We are in proactive discussions with relevant regulatory agencies to 
assist in developing appropriate regulatory standards for the industry.

Ι As our deep diligence tells us that we operate in a manner consistent 
with currently applicable regulatory guidelines.

Ι We supported GINA!

Ι Informed consent is required and we do not test minors.
Ι

We are completely transparent as to our scientific and clinical criteria, our 
calculations, and our primary references.

Ι We adhere to testing guidelines and position statements of professional 
organizations including the National Society of Genetic Counselors, the 
American College of Medical Genetics, and the American Society of 
Human Genetics. 
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Navigenics’ competencies & partnerships
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Platforms and 
assays

Scientific and 
Clinical Curation

Personalized
Web Portal

Customer 
Experience
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Lifestyle and 
Behavior

Partnerships

Core competencies

Partnerships



I would like to communicate to you that …

Ι We are facing a health care crisis from CCND in this generation –
and prevention is the only feasible solution

Ι Validated “genetic risk factors” are not so different than validated 
environmental risk factors, and can be used to practice the “art of 
medicine” in the identical fashion

Ι Genetic risk factors can be used to refine risk and drive additional 
focused prevention behaviors and early detection paradigms

Ι Delivery of the information in an accurate and private fashion to the 
public is necessary to meet timelines



Genetic and Epidemiology Team

David Botstein, MD, PhD
Michele Cargill, PhD
Eran Halperin, PhD
Shannon Kieren, MS, CGC
Isaac Kohane, MD, PhD
Elissa Levin, MS, CGC
Michael Nirenberg, MD
Badri Pakhukasahasram, PhD
Nik Schork, PhD
Elana Silver, MPH
Daryl Thomas, PhD
Heather Trumblower, MS
Jeffrey Trent, PhD
Vance Vanier, MD
Jennifer Wessel, PhD, MPH


